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in 3-class drug resistance since 2007 is driven by the
decrease in the fraction of resistant viruses with
reduced susceptibility to the PI class.
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e We studied the temporal trends of % phenotypic
resistance and the prevalence of PI, NRTI and
NNRTI resistance mutations (RAM) within samples
phenotypically resistant to each drug class.
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e These results may have important implications for
antiretroviral drug selection, clinical trial design as
well as future drug discovery and development.

e Jonckheere-Terpstra (JT) test was performed to
evaluate the significance of trends.
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Each dot represents the percentage of samples that have the specified amino acid at that position, compared to the sum total of all samples that exhibited reduced susceptibility to the drug class of interest.
In cases where more than one amino acid was examined at that position, amino acids are listed alphabetically and separated by a dot (.). “ins” refers to an insertion mutation.



